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Specific Changes:   

On page BRCA-1: 

 

1-Add text to bullet at bottom of first column “Personal history of ovarian carcinoma” so it 

reads, “Personal history of ovarian carcinoma (this criteria warrants BRIP1, RAD51C, RAD51D 

testing)” 

 

2-Add additional text to footnote k that says “If the patient has a family history of ovarian 

cancer, add BRIP1, RAD51C, RAD51D to the testing.” 

 

FDA Clearance: Not applicable 
  
Rationale: 
With the advent of panel testing, other genes with risk for breast and ovarian cancer are 
regularly included along with testing of BRCA1/2 and many of these genes are noted on page 
GENE-2 to GENE-4 but there should be higher visibility in the testing criteria for the subset of 
those genes with risk reducing implications. Since current NCCN guidelines (Genetic/Familial 
High Risk Assessment: Breast and Ovarian, GENE-2 and GENE-4) support offering patients risk 
reducing oophorectomy for patients with RAD51C, RAD51D and BRIP1 pathogenic variants, all 
patient with personal or family history of ovarian cancer should be offered testing for these 
genes in addition to BRCA1/2. 
 
The following references are submitted in support of this proposed change: 
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